Supplemental Figure 1 . Alignment of sterol methyl oxidase protein sequences across evolution. From and are highlighted with black squares. The conserved metal binding motifs HXXXH/D and HXXHH are marked under the alignment. 519T>A changes amino acid H173 to Q, which replaces the histidine at an active site of the second metal binding domain with glutamine; 731A>G changes amino acid Y244 to C; Y244 is in the fourth metal binding domain and also is conserved across evolution. Only one paternal uncle and the paternal grandmother were available for analysis, and both of them were found to have the 519T>A mutation. Maternal family members were unavailable for studies. N/A: sample not available. 
